Transposition of lipoproteins Imo1264-5in lineage Il into locus that putatively contained inl/C previously
Based on a homology cutoff >60% amino acid identity and >80% coverage. A black border denotes a deviation from the average codon usage of the chromosome.
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1. Listeria mnonocytogenes 4c SLCC2376
1793k .. 1806k (12281 bp)

2. Listeria monocytogenes 4a L99
1864k .. 1878k (13955 bp)

3. Listeria monocytogenes 3a SLCC7179
1233k .. 1810k (576862 bp)

4. Listeria monocytogenes 3c SLCC2479
1306k .. 1887k (580241 bp)

5. Listeria monocytogenes 1-2c SLCC2372
1307k .. 1887k (580251 bpd

6. Listeria monocytogenes 1-2a 08-5923
1322k .. 1952k (629693 bp)

7. Listeria monocytogenes 1-2a 08-5578
1355k .. 1985k (629666 bp)

8. Listeria monocytogenes 1-2a SLCCS5850
1288k .. 1866k (577906 bp)

9. Listeria monocytogenes 1-2a EGD-e
1286k .. 1867k (580240 bp)

10. Listeria monocytogenes 7 SLCC2482
1307k .. 1884k (577243 hp)

11. Listeria monocytogenes 1-Zb SLCCZ2755
1273k .. 1905k (632128 bp)

12. Listeria monocytogenes 3h SLCC2540
1298k .. 1897k (598406 bp)

13. Listeria monocytogenes 4e SLCC2378
1270k .. 1847k (577598 bp)

14. Listeria monocytogenes 4d ATCC19117
1281k .. 1859k (577595 bp)

15. Listeria monocytogenes 4h L312
1272k .. 1853k (580357 bp)

16. Listeria monocytogenes db F2365
1269k .. 1846k (577601 bpd
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